


SEQUENCE LISTING 



o 




<110> 



Ni, Jian 

Ruben, Steven M. 



<120> Hiiman Tumor Necrosis Factor Receptor-Like Proteins 
TRll, TRllSVl, and TR11SV2 

<130> PF396 

<140> Unassigned 
<141> 2000-02-23 

<150> 60/063,212 
<151> 1997-10-21 

<150> 09/176,200 
<151> 1998-10-21 

<150> 60/121,648 
<151> 1999-02-24 

<150> 60/134,172 
<151> 1999-05-13 

<150> 60/144,076 
<151> 1999-07-16 



<160> 28 



<170> Patentin Ver . 2.0 

<210> 1 

<211> 983 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (118) . . (819) 

<220> 

<221> mat^peptide 
<222> (193) . . (819) 

<220> 

<221> scRNA 

<222> (118) . . (192) 

<400> 1 

gcacttcacc tgggtcggga ttctcaggtc atgaacggtc ccagccacct ccgggcaggg 60 

cgggtgagga cggggacggg gcgtgtccaa ctggctgtgg gctcttgaaa cccgagc 117 

atg gca cag cac ggg gcg atg ggc gcg ttt egg gcc ctg tgc ggc ctg 165 
Met Ala Gin His Gly Ala Met Gly Ala Phe Arg Ala Leu Cys Gly Leu 
-25 -20 -15 -10 



i i 




gcg ctg ctg tgc gcg etc age etg ggt cag ege ecc ace ggg ggt ccc 213 
Ala Leu Leu Cys Ala Leu Ser Leu Gly Gin Arg Pro Thr Gly Gly Pro 
-5 -11 5 

ggg tgc gge cct ggg cgc etc ctg ett ggg acg gga acg gac gcg cge 2 61 
Gly Cys Gly Pro Gly Arg Leu Leu Leu Gly Thr Gly Thr Asp Ala Arg 
10 15 20 

tgc tgc egg gtt cac acg acg cge tgc tgc cgc gat tac ccg gge gag 3 09 
Cys Cys Arg Val His Thr Thr Arg Cys Cys Arg Asp Tyr Pro Gly Glu 
25 30 35 

gag tgc tgt tec gag tgg gac tgc atg tgt gtc cag cct gaa ttc cac 3 57 
Glu Cys Cys Ser Glu Trp Asp Cys Met Cys Val Gin Pro Glu Phe His 
40 45 50 55 

tgc gga gac cct tgc tgc acg acc tgc egg cac cac cct tgt ccc cca 405 
Cys Gly Asp Pro Cys Cys Thr Thr Cys Arg His His Pro Cys Pro Pro 
60 65 70 

gge cag ggg gta cag tee cag ggg aaa ttc agt ttt gge ttc cag tgt 453 
Gly Gin Gly Val Gin Ser Gin Gly Lys Phe Ser Phe Gly Phe Gin Cys 
75 80 85 

ate gac tgt gee teg ggg ace ttc tee ggg gge cac gaa gge eae tgc 501 
lie Asp Cys Ala Ser Gly Thr Phe Ser Gly Gly His Glu Gly His Cys 
90 95 100 

aaa cct tgg aca gac tgc ace cag ttc ggg ttt etc act gtg ttc cct 549 
Lys Pro Trp Thr Asp Cys Thr Gin Phe Gly Phe Leu Thr Val Phe Pro 
105 110 115 

ggg aac aag ace cac aae get gtg tgc gtc eea ggg tee eeg ccg gea 597 
Gly Asn Lys Thr His Asn Ala Val Cys Val Pro Gly Ser Pro Pro Ala 
120 125 130 135 

gag ccg ett ggg tgg etg acc gtc gtc etc ctg gee gtg gee gee tgc 645 
Glu Pro Leu Gly Trp Leu Thr Val Val Leu Leu Ala Val Ala Ala Cys 
140 145 150 

gtc etc etc etg ace teg gee cag ett gga etg cac ate tgg cag ctg 693 
Val Leu Leu Leu Thr Ser Ala Gin Leu Gly Leu His lie Trp Gin Leu 
155 160 165 

agg aag acc cag ctg etg etg gag gtg ccg eeg teg acc gaa gac gee 741 
Arg Lys Thr Gin Leu Leu Leu Glu Val Pro Pro Ser Thr Glu Asp Ala 
170 175 180 

aga age tgc cag ttc eee gag gaa gag egg gge gag ega teg gea gag 789 
Arg Ser Cys Gin Phe Pro Glu Glu Glu Arg Gly Glu Arg Ser Ala Glu 
185 190 195 

gag aag ggg egg etg gga gac etg tgg gtg tgagectggc egteeteegg 83 9 

Glu Lys Gly Arg Leu Gly Asp Leu Trp Val 
200 205 

ggecaeegae cgeageeage ccetececag gageteccea ggeegeaggg getctgegtt 899 
ctgetctggg eegggecetg eteeeetgge ageagaagtg ggtgcaggaa ggtggeagtg 9 59 
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accagcgccc tggaccatgc agtt 983 



<210> 2 

<211> 234 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ala Gin His Gly Ala Met Gly Ala Phe Arg Ala Leu Cys Gly Leu 
-25 -20 -15 -10 

Ala Leu Leu Cys Ala Leu Ser Leu Gly Gin Arg Pro Thr Gly Gly Pro 
-5 -11 5 

Gly Cys Gly Pro Gly Arg Leu Leu Leu Gly Thr Gly Thr Asp Ala Arg 
10 15 20 

Cys Cys Arg Val His Thr Thr Arg Cys Cys Arg Asp Tyr Pro Gly Glu 
25 30 35 

Glu Cys Cys Ser Glu Trp Asp Cys Met Cys Val Gin Pro Glu Phe His 
40 45 50 55 

Cys Gly Asp Pro Cys Cys Thr Thr Cys Arg His His Pro Cys Pro Pro 
60 65 70 

Gly Gin Gly Val Gin Ser Gin Gly Lys Phe Ser Phe Gly Phe Gin Cys 
75 80 85 

lie Asp Cys Ala Ser Gly Thr Phe Ser Gly Gly His Glu Gly His Cys 
90 95 100 

Lys Pro Trp Thr Asp Cys Thr Gin Phe Gly Phe Leu Thr Val Phe Pro 
105 110 115 

Gly Asn Lys Thr His Asn Ala Val Cys Val Pro ' Gly Ser Pro Pro Ala 
120 125 130 135 

Glu Pro Leu Gly Trp Leu Thr Val Val Leu Leu Ala Val Ala Ala Cys 
140 *145 150 

Val Leu Leu Leu Thr Ser Ala Gin Leu Gly Leu His lie Trp Gin Leu 
155 160 165 

Arg Lys Thr Gin Leu Leu Leu Glu Val Pro Pro Ser Thr Glu Asp Ala 
170 175 , 180 

Arg Ser Cys Gin Phe Pro Glu Glu Glu Arg Gly Glu Arg Ser Ala Glu 
185 190 195 

Glu Lys Gly Arg Leu Gly Asp Leu Trp Val 
200 205 



<210> 3 
<211> 1007 
<212> DNA 




<213> Homo sapiens 

<220> 

<221> CDS 

<222> (121) . . (843) 

<400> 3 

gtcgacccac gcgtccgggg ggccacccct gggtcctgca ggggcagctc ctggttgcat 60 

atggagttag cacctgggca ggggcagctg tggggcgcaa agggggagta gccaggccac 120 

atg gcc cca gga gaa aga gac age tgg ata aac cca ggt cca gac tec 168 
Met Ala Pro Gly Glu Arg Asp Ser Trp lie Asn Pro Gly Pro Asp Ser 
1 5 10 ■ 15 

cag cca gga gcc etc tgc tec ctg gag cca act gtg ggt gga gaa egg 216 
Gin Pro Gly Ala Leu Cys Ser Leu Glu Pro Thr Val Gly Gly Glu Arg 
20 25 30 

aca ace tea etc cec tgg agg gcc gag ggg agg cet ggg gag gag ggg 2 64 
Thr Thr Ser Leu Pro Trp Arg Ala Glu Gly Arg Pro Gly Glu Glu Gly 
35 40 45 

gcc tea gcc cag ctg ctg ggg ggc tgg cct gte tec tgc cca ggc gag 312 
Ala Ser Ala Gin Leu Leu Gly Gly Trp Pro Val Ser Cys Pro Gly Glu 
50 55 60 

gag tgc tgt tec gag tgg gac tgc atg tgt gtc cag cct gaa tte eac 3 60 
Glu Cys Cys Ser Glu Trp Asp Cys Met Cys Val Gin Pro Glu Phe His 
65 70 75 80 

tgc gga gac cet tgc tgc aeg ace tgc egg eac cac cct tgt cec cca 408 
Cys Gly Asp Pro Cys Cys Thr Thr Cys Arg His His Pro Cys Pro Pro 
85 90 95 

ggc cag ggg gta cag tec cag ggg aaa tte agt ttt ggc tte cag tgt 456 
Gly Gin Gly Val Gin Ser Gin Gly Lys Phe Ser Phe Gly Phe Gin Cys 
100 105 110 

ate gac tgt gcc teg ggg ace tte tee ggg ggc eac gaa ggc cac tgc 504 
lie Asp Cys Ala Ser Gly Thr Phe Ser Gly Gly His Glu Gly His Cys 
115 120 125 

aaa cct tgg aca gac tgc ace cag tte ggg ttt etc act gtg tte cct 552 
Lys Pro Trp Thr Asp Cys Thr Gin Phe Gly Phe Leu Thr Val Phe Pro 
130 135 140 

ggg aac aag ace cac aac get gtg tgc gte cca ggg tec ccg ccg gea 600 
Gly Asn Lys Thr His Asn Ala Val Cys Val Pro Gly Ser Pro Pro Ala 
145 150 155 160 

gag ccg ett ggg tgg ctg ace gtc gtc etc ctg gcc gtg gee gee tgc 648 
Glu Pro Leu Gly Trp Leu Thr Val Val Leu Leu Ala Val Ala Ala Cys 
165 170 175 

gte etc etc ctg acc teg gcc cag ett gga ctg cac ate tgg cag ctg 696 
Val Leu Leu Leu Thr Ser Ala Gin Leu Gly Leu His lie Trp Gin Leu 
180 185 190 





^gg agt cag tgc atg tgg ccc cga gag acc cag ctg ctg ctg gag gtg 744 
Arg Ser Gin Cys Met Trp Pro Arg Glu Thr Gin Leu Leu Leu Glu Val 
195 200 205 

ccg ccg teg acc gaa gac gcc aga age tge eag tte ece gag gaa gag 7 92 
Pro Pro Ser Thr Glu Asp Ala Arg Ser Cys Gin Phe Pro Glu Glu Glu 
210 215 220 

egg ggc gag ega teg gca gag gag aag ggg egg ctg gga gac ctg tgg 840 
Arg Gly Glu Arg Ser Ala Glu Glu Lys Gly Arg Leu Gly Asp Leu Trp 
225 230 235 240 

gtg tgagcctggc cgtcctccgg ggccaccgac egcagccage ceeteceeag 893 
Val 

gagetcccca ggccgeaggg getetgcgtt etgetetggg ccgggccctg ctcccctggc 953 

agcagaagtg ggtgcaggaa ggtggcagtg accagcgccc tggaccatgc agtt 1007 

<210> 4 
<211> 241 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Ala Pro Gly Glu Arg Asp Ser Trp lie Asn Pro Gly Pro Asp Ser 
1 ' 5 10 15 * 

Gin Pro Gly Ala Leu Cys Ser Leu Glu Pro Thr Val Gly Gly Glu Arg 
20 25 30 

Thr Thr Ser Leu Pro Trp Arg Ala Glu Gly Arg Pro Gly Glu Glu Gly 
35 40 45 

Ala Ser Ala Gin Leu Leu Gly Gly Trp Pro Val Ser Cys Pro Gly Glu 
50 55 60 

Glu Cys Cys Ser Glu Trp Asp Cys Met Cys Val Gin Pro Glu Phe His 
65 70 75 80 

Cys Gly Asp Pro Cys Cys Thr Thr Cys Arg His His Pro Cys Pro Pro 
85 90 95 

Gly Gin Gly Val Gin Ser Gin Gly Lys Phe Ser Phe Gly Phe Gin Cys 
100 105 110 

lie Asp Cys Ala Ser Gly Thr Phe Ser Gly Gly His Glu Gly His Cys 
115 120 125 

Lys Pro Trp Thr Asp Cys Thr Gin Phe Gly Phe Leu Thr Val Phe Pro 
130 135 140 

Gly Asn Lys Thr His Asn Ala Val Cys Val Pro Gly Ser Pro Pro Ala 
145 150 155 160 

Glu Pro Leu Gly Trp Leu Thr Val Val Leu Leu Ala Val Ala Ala Cys 
165 170 175 





Val Leu Leu Leu Thr Ser Ala Gin 
180 

Arg Ser Gin Cys Met Trp Pro Arg 
195 200 

Pro Pro Ser Thr Glu Asp Ala Arg 
210 215 

Arg Gly Glu Arg Ser Ala Glu Glu 
225 230 
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Leu Gly Leu His lie Trp Gin Leu 
185 190 

Glu Thr Gin Leu Leu Leu Glu Val 
205 

Ser Cys Gin Phe Pro Glu Glu Glu 
220 

Lys Gly Arg Leu Gly Asp Leu Trp 
235 240 



Val 



<210> 5 

<211> 1074 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (720) 

<220> 

<221> sig_peptide 
<222> (1) . . (57) 

<220> 

<221> mat_peptide 
<222> (58) . . (720) 

<400> 5 

atg ggc gcg ttt egg gcc ctg tgc ggc ctg gcg ctg ctg tgc gcg etc 48 

Met Gly Ala Phe Arg Ala Leu Cys Gly Leu Ala Leu Leu Cys Ala Leu 
-15 -10 -5 

age etg ggt eag egc ecc ace ggg ggt ccc ggg tgc ggc cct ggg cgc 96 
Ser Leu Gly Gin Arg Pro Thr Gly Gly Pro Gly Cys Gly Pro Gly Arg 
-11 5 • 10 

etc ctg ett ggg acg gga acg gac gcg cgc tgc tgc egg gtt cac acg 144 
Leu Leu Leu Gly Thr Gly Thr Asp Ala Arg Cys Cys Arg Val His Thr 
15 20 25 

acg cgc tgc tgc cgc gat tac ccg gcc cag ctg ctg ggg ggc tgg cct 192 
Thr Arg Cys Cys Arg Asp Tyr Pro Ala Gin Leu Leu Gly Gly Trp Pro 
30 35 40 45 

gtc tec tgc cea ggc gag gag tgc tgt tec gag tgg gae tgc atg tgt 240 
Val Ser Cys Pro Gly Glu Glu Cys Cys Ser Glu Trp Asp Cys Met Cys 
50 55 60 

gtc cag cct gaa ttc cac tgc gga gac cct tgc tgc acg ace tgc egg 288 
Val Gin Pro Glu Phe His Cys Gly Asp Pro Cys Cys Thr Thr Cys Arg 
65 70 75 

cac cac eet tgt ecc cea ggc cag ggg gta cag tec cag ggg aaa ttc 336 





His His Pro Cys Pro Pro Gly Gin Gly Val Gin Ser Gin Gly Lys Phe 
80 85 90 

agt ttt ggc ttc cag tgt ate gac tgt gcc teg ggg ace ttc tec ggg 384 

Ser Phe Gly Phe Gin Cys lie Asp Cys Ala Ser Gly Thr Phe Ser Gly 

95 100 105 

ggc cae gaa gge eac tgc aaa ect tgg aea gae tge aee cag ttc ggg 432 

Gly His Glu Gly His Cys Lys Pro Trp Thr Asp Cys Thr Gin Phe Gly 
110 115 120 125 

ttt etc act gtg ttc ect ggg aac aag ace cae aae get gtg tge gte 480 

Phe Leu Thr Val Phe Pro Gly Asn Lys Thr His Asn Ala Val Cys Val 
130 135 140 

cea ggg tec ccg eeg gea gag eeg ett ggg tgg ctg acc gtc gte etc 528 

Pro Gly Ser Pro Pro Ala Glu Pro Leu Gly Trp Leu Thr Val Val Leu 
145 150 155 

ctg gee gtg gee gee tgc gtc etc etc ctg acc teg gcc cag ett gga 576 

Leu Ala Val Ala Ala Cys Val Leu Leu Leu Thr Ser Ala Gin Leu Gly 
160 165 170 

ctg cae ate tgg cag ctg agg aag acc cag ctg ctg ctg gag gtg ccg 624 

Leu His lie Trp Gin Leu Arg Lys Thr Gin Leu Leu Leu Glu Val Pro 

175 180 185 

ccg teg acc gaa gae gee aga age tge cag ttc ccc gag gaa gag egg 672 

Pro Ser Thr Glu Asp Ala Arg Ser Cys Gin Phe Pro Glu Glu Glu Arg 
190 195 200 205 

ggc gag cga teg gca gag gag aag ggg egg ctg gga gac ctg tgg gtg 72 0 

Gly Glu Arg Ser Ala Glu Glu Lys Gly Arg Leu Gly Asp Leu Trp Val 
210 215 220 

tgageetgge egteetcegg ggceaccgae cgcagccagc cectccccag gagctcccca 780 

ggcegcaggg gctetgcgtt ctgctctggg ccgggccctg eteeeetgge ageagaagtg 840 

ggtgcaggaa ggtggcagtg accagcgece tggaeeatge agtteggegg cegcggetgg 900 

gccctgcagg agggagagag agacacagtc atggeeeeet teetecettg ctggceetga 960 

tggggtgggg tcttaggacg ggaggctgtg tccgtgggtg tgcagtgeee agcaegggac 102 0 

ecggetgcag gggaeettea ataaaeaett gteeagtaaa aaaaaaaaaa aaaa 1074 



<210> 6 

<211> 240 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Gly Ala Phe Arg Ala Leu Cys Gly Leu Ala Leu Leu Cys Ala Leu 
-15 -10 -5 

Ser Leu Gly Gin Arg Pro Thr Gly Gly Pro Gly Cys Gly Pro Gly Arg 
-11 5 10 



8 



Leu Leu Leu Gly Thr Gly Thr Asp Ala Arg Cys Cys Arg Val His Thr 
15 20 25 

Thr Arg Cys Cys Arg Asp Tyr Pro Ala Gin Leu Leu Gly Gly Trp Pro 
30 35 40 45 

Val Ser Cys Pro Gly Glu Glu Cys Cys Ser Glu Trp Asp Cys Met Cys 
50 55 60 

Val Gin Pro Glu Phe His Cys Gly Asp Pro Cys Cys Thr Thr Cys Arg 
65 70 75 

His His Pro Cys Pro Pro Gly Gin Gly Val Gin Ser Gin Gly Lys Phe 
80 85 90 

Ser Phe Gly Phe Gin Cys lie Asp Cys Ala Ser Gly Thr Phe Ser Gly 
95 100 105 

Gly His Glu Gly His Cys Lys Pro Trp Thr Asp Cys Thr Gin Phe Gly 
110 115 120 125 

Phe Leu Thr Val Phe Pro Gly Asn Lys Thr His Asn Ala Val Cys Val 
130 135 140 

Pro Gly Ser Pro Pro Ala Glu Pro Leu Gly Trp Leu Thr Val Val Leu 
145 150 155 

Leu Ala Val Ala Ala Cys Val Leu Leu Leu Thr Ser Ala Gin Leu Gly 
160 165 170 

Leu His lie Trp Gin Leu Arg Lys Thr Gin Leu Leu Leu Glu Val Pro 
175 180 185 

Pro Ser Thr Glu Asp Ala Arg Ser Cys Gin Phe Pro Glu Glu Glu Arg 
190 195 200 205 

Gly Glu Arg Ser Ala Glu Glu Lys Gly Arg Leu Gly Asp Leu Trp Val 
210 215 220 



<210> 7 
<211> 228 
<212> PRT 

<213> Mus musculus 
<400> 7 

Met Gly Ala Trp Ala Met Leu Tyr Gly Val Ser Met Leu Cys Val Leu 
15 10 15 

Asp Leu Gly Gin Pro Ser Val Val Glu Glu Pro Gly Cys Gly Pro Gly 
20 25 30 

Lys Val Gin Asn Gly Ser Gly Asn Asn Thr Arg Cys Cys Ser Leu Tyr 
35 40 45 

Ala Pro Gly Lys Glu Asp Cys Pro Lys Glu Arg Cys lie Cys Val Thr 
50 55 60 



^31 
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<220> 

<221> misc_f eature 
<222> (441) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (452) 

<223> n equals a, t, g or c 
<400> 8 

tcatgaacgg tcccagccac ctccgggcag 60 
aactggctgt gggctcttga aacccgagca 120 
gggccctgtg cggcctggcg ctgctgtgcg 180 
gtcccgggtg cggccctggg cgcctcctgc 240 
cggggtttca acacgaacgc gctgctgccg 3 00 
ccgagtnggg aactgcaatg tgttgttcaa 3 60 
tngcttgcaa cgaacntgcc cgggaaacaa 42 0 
anaattccca ggggga 466 



<210> 9 
<211> 581 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (291) 

<22 3> n equals a, g or c 

<220> 

<221> misc_f eature 
<222> (293) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (295) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (319) 

<223> n equals a, t, g or c 
<220> 

<221> misc„f eature 
<222> (402) 

<223> n equals a, t, g or c 
<220> 




gcgcacttca cctgggtcgg gattctcagg 
ggcgggtgag gacggggacg gggcgtgtcc 
tggcacagca cggggcgatg ggcgcgtttc 
cgctcagcct gggtcagcgc cccaccgggg 
ttgggacggg aaaggacgcg cgctgcttgc 
cgattaaccc ggggcgaaga atngtggttt 
gccttgaaat tccaattgcg gaagaaccct 
acctttgttc ccccaaagcc naagggggta 



11 



<221> misc_f eature 
<222> (424) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (452) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (440) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (471) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (483) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (495) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (516) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (545) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (559) 

<223> n equals a, t, g or c 
<400> 9 

gggtcgaccc acgcgtccgg ggggccaccc tgggtcctgc aggggcagct cctggttgca 60 
tatggagtta gcacctgggc aggggcagct gtggggcgca aagggggagt agccaggcca 12 0 
catggcccca ggagaaagag acagctggat aaacccaggg tccagactcc cagccaggga 180 
gccctctgct ccctggagcc aactgtgggt ggagaacgga caacctcact cccctggtag 240 
ggccgagggg aggcctgggg aggagggggc ctcagcccag ctgctggggg nanannctgt 3 00 
ctcctgccca ggcgaggant gctgttccga gtgggaatgc atgtgtgtcc agcctgaatt 3 60 
ccattgcgga gaaccttgct gcacgaattg ccggcaacaa cntgttcccc caagccaggg 420 
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ggtnacattc ccaggggaan ttcatttttg gnttccatgt ttcgatgtgc ntcggggaat 480 
ttntccgggg gccanaaggc aatgcaaaac ttgganaaag gaccatttcg gttttcacgg 540 
ttccngggaa aagaccanaa gtttttggtc caggtccccc g 581 



<210> 10 
<211> 22 
<212> DNA 

<213> Homo sapiens 
<400> 10 

cgcccatggc agcgccccac eg 



22 



<210> 11 
<211> 22 
<212> DNA 

<213> Homo sapiens 
<400> 11 

cgcaagcttg gctctgccgg eg 



22 



<210> 12 
<211> 22 
<212> DNA 

<213> Homo sapiens 
<400> 12 

cgcggatccc agcgccccac eg 
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<210> 13 
<211> 22 
<212> DNA 

<213> Homo sapiens 
<400> 13 

cgcggtaecg gctctgccgg eg 



22 



<210> 14 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 14 

cgcggatccc egccatcatg gcacageaeg gggeg 



35 



<210> 15 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 15 

cgcggtaece acccacaggt etcce 



25 
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<210> 16 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 16 

cgcggatccg ccatcatgca gcgccccacc g 31 

<210> 17 

<211> 55 

<212> DNA 

<213> Homo sapiens 

<400> 17 

cgctctagat caagcgtagt ctgggacgtc gtatgggtat taggctctgc cggcg 55 

;.0 <210> 18 

\fi <211> 733 

<212> DNA 
i:|5 <213> Homo sapiens 

<400> 18 

['''I gggatccgga gcccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccagcacctg 60 

aattcgaggg tgcaccgtca gtcttcctct tccccccaaa acccaaggac accctcatga 120 

r|j tctcccggac tcctgaggtc acatgcgtgg tggtggacgt aagccacgaa gaccctgagg 180 

i'l i 

; fi tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 240 

aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg caccaggact 300 
ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca acccccatcg 360 
agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 420 
catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaaggcttct 480 
atccaagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 540 
ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 600 
acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 660 
acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 720 
gactctagag gat 733 

<210> 19 

<211> 86 

<212> DNA 

<213> Homo sapiens 

<400> 19 






1,0 
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gcgcctcgag atttccccga aatctagatt tccccgaaat gatttccccg aaatgatttc 60 
cccgaaatat ctgccatctc aattag 86 



<210> 20 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 20 

gcggcaagct ttttgcaaag cctaggc 27 



<210> 21 

<211> 271 

<212> DNA 

<213> Homo sapiens 

<400> 21 

ctcgagattt ccccgaaatc tagatttccc cgaaatgatt tccccgaaat gatttccccg 60 
aaatatctgc catctcaatt agtcagcaac catagtcccg cccctaactc cgcccatccc 120 
gcccctaact ccgcccagtt ccgcccattc tccgccccat ggctgactaa ttttttttat 180 
ttatgcagag gccgaggccg cctcggcctc tgagctattc cagaagtagt gaggaggctt 240 
ttttggaggc ctaggctttt gcaaaaagct t 271 



<210> 22 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 22 

gcgctcgagg gatgacagcg atagaacccc gg 32 



<210> 23 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 23 

gcgaagcttc gcgactcccc ggatccgcct c 31 



<210> 24 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<400> 24 

ggggactttc cc 12 



<210> 25 




15 



<211> 73 

<212> DNA 

<213> Homo sapiens 

<400> 25 

gcggcctcga ggggactttc ccggggactt tccggggact ttccgggact ttccatcctg 60 
ccatctcaat tag 73 



<210> 26 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 26 

gcggcaagct ttttgcaaag cctaggc 27 



<210> 27 

<211> 256 

<212> DNA 

<213> Homo sapiens 

<400> 27 

ctcgagggga ctttcccggg gactttccgg ggactttccg ggactttcca tctgccatct 60 
caattagtca gcaaccatag tcccgcccct aactccgccc atcccgcccc taactccgcc 120 
cagttccgcc cattctccgc cccatggctg actaattttt tttatttatg cagaggccga 180 
ggccgcctcg gcctctgagc tattccagaa gtagtgagga ggcttttttg gaggcctagg 240 
cttttgcaaa aagctt 256 



<210> 28 

<211> 241 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Ala Gin His Gly Ala Met Gly Ala Phe Arg Ala Leu Cys Gly Leu 
15 10 15 

Ala Leu Leu Cys Ala Leu Ser Leu Gly Gin Arg Pro Thr Gly Gly Pro 
20 25 30 

Gly Cys Gly Pro Gly Arg Leu Leu Leu Gly Thr Gly Thr Asp Ala Arg 
35 40 45 

Cys Cys Arg Val His Thr Thr Arg Cys Cys Arg Asp Tyr Pro Gly Glu 
50 55 60 

Glu Cys Cys Ser Glu Trp Asp Cys Met Cys Val Gin Pro Glu Phe His 
65 70 75 80 

Cys Gly Asp Pro Cys Cys Thr Thr Cys Arg His His Pro Cys Pro Pro 
85 90 95 




# # 
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Gly Gin Gly Val Gin Ser Gin Gly Lys Phe Ser Phe Gly Phe Gin Cys 
100 105 110 

lie Asp Cys Ala Ser Gly Thr Phe Ser Gly Gly His Glu Gly His Cys 
115 120 125 

Lys Pro Trp Thr Asp Cys Thr Gin Phe Gly Phe Leu Thr Val Phe Pro 
130 135 140 

Gly Asn Lys Thr His Asn Ala Val Cys Val Pro Gly Ser Pro Pro Ala 
145 150 155 160 

Glu Pro Leu Gly Trp Leu Thr Val Val Leu Leu Ala Val Ala Ala Cys 
165 170 175 

Val Leu Leu Leu Thr Ser Ala Gin Leu Gly Leu His lie Trp Gin Leu 
180 185 190 

Arg Ser Gin Cys Met Trp Pro Arg Glu Thr Gin Leu Leu Leu Glu Val 
195 200 205 

Pro Pro Ser Thr Glu Asp Ala Arg Ser Cys Gin Phe Pro Glu Glu Glu 
210 215 220 

Arg Gly Glu Arg Ser Ala Glu Glu Lys Gly Arg Leu Gly Asp Leu Trp 
225 230 235 240 

Val 



